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Appraising oncology literature

Penetrance papers Medical literature describing risk of cancer with a 
particular pathogenic variant in cancer susceptibility gene. 



• What population was studied? Ascertainment!
• How many patients were in the study?
• What cancer was the patient at-risk for? What was the associated risk?
• Ideally: Synthesize the key elements from papers into a database.

• e.g. ask2me.org

Key study information

https://ask2me.org/
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The problem: Too many studies

We seek to semi-automate data extraction from 
cancer genetics literature to aid KB construction 



A control population was defined from the National Danish Civil 
Registration System, matched for sex, year of birth, mutation carriers as 
well as first degree relatives. 

For age adjusted analysis, the projected U.S. population was used (year 
2000); 84% of the 3499 individuals were white.
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d – disjoint; j – joint



Thank you!
sominwadhwa.com ||    @sominw || sominwadhwa@cs.umass.edu


